EEY s \ b
0

49%
240/0
20%
13%

7%

7%
12%
10%
13%

5%
20%
13%
1%
21 O/O
1%
12%
1 20/0
10%
10%

8%

Stomach Cancer

TP53
CDH1
ARID1A
EPHB6
KRAS
sMAD4 B
ErRBB2 A
ctnnB!
PIk3cCA R
CDKN2A 1
FAT3 [ |
APC [ |
TET2 [ |
LRP1B N
ATM [ |
ARID1B M
roso2 R
ADGRA2 B
78C2 [ |
FBxw7 I

Alterations

[l TRUNC
Il NONTRUNC

S17 Fig. Frequent genetic alterations in stomach cancer. AMP, copy number amplification;

DEL, copy number deletion; FUSION, structure variation, TRUNC, truncating mutation;

NONTRUNC, non-truncating mutation.





